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1 ) Pf ^J^Pf ?0 1 &i DNA /f?U; 

^mm^mm^mm^Bn 1 w dna ^j. 

5, mm* 1 M&iftAaasj^ft-n stats m^mit^mm 

8, ummx 1 B^iftASMMt-n g##ms£i^£«P$y fgf ^wm 



mmfrm nai-n/n-nK) & n-n mmm-^&3zm&} t MM&m&jfeikmmm 
mw% 30-35 kDo il-17 R&m&Lfoi&&immm%wk, <aipwrsw^^ 

X»*^^5!£fPitJfiLlij^ffigf*^fcH, if IL-17 0<J^^^#-IL-17R 

rsM-ist. il-17 ^mm^mmmT^^, ta-. ^m^mmmm^m 

iF^EH^ct, 5teM^/&£BtlfflJ&#J IL-lBs IL-6. IL-8. ICAM-1 VXRfcMTffimMM 
&G-CSF. PGE2, mjikvSlfr^&ft>$iW¥ftm. 

R*U HuM4>e£l£7 7 ft IL-17 MIA A. £*£tt»EjftAtiS*M£pfcl 

^s^o il-i7r ^m-^^^w il-17 g#^^A, nzm&T&ft'Fm&jm. 
*r. m&, il-17 -^iL-i7R^j^fn^^ii, ^ il-17 M^mr&M&^mm^uL 

HB. ^JaiL-17R^^W-^5femrB^gfi*@^^. IL-17Rhl/IL-17BR ^ IL-17R 

jarts^«^w-^ il-i7r ffi^wstSKSis^. ^^-SffiRr^JrWffi^ 
num., il-i7a il-i7e m&^mnmm? nf-kb ^^ftt^s* 

3tBJ IL-17A Jff«#WT^-^^#'&Jg©4fclft^llllfi[*ll (ERK-1/ERK-2),.M« 
#SS (JNK, c-Jun), P 38 WM#SJ£*il, Raf, Stats #Ti5Ht^#To IL-17AR 
W»£B*RflF$Kfc9i. SHtI^@f-a^@?-6 (TRAF-6) WSltt*H«L 
IL-17 «^WTi»ffir^«f#|l!filfiWf . TRAF-6 IL-17 ffiftttftHf 

*T afciM/LA- IL-17 5E#^Wlfirt@ttI«^'S'W-^ Toll/IL-IR ffl^W^te, 
Hi*#«*i*3£**nfl«i IL-17 *t&8S 



hil-hrlm-l, m-n 1 m&mm 
mmm^^te, & 739 ^^imi^i^. hiL-i7RLM-LH.^#w— -t- 17 -t-m^ 

js^-w-^m^w sh3 ttttmm&mi&&toWkig.mmm{imtiL. mmsmK-z 

W-^h Toll/IL-l S##SI»«-TIR C£-£E*Hfi«J IL-17 TIR ^ 

*%.m3km%m?s Northern Blot 3f&, hIL-17RLM-L #J mRNA 

frlfi, *£JH3|0J: hIL-17RLM-LmRNA±g^'^^^^, % j®> $U 

RT-PCR ^i!|^BJ hIL-17RLM-L &A£#&j&35*WSa£. hIL-17RLM-L ^E^M^U 

-#Ae^fflji&^^-i7 -ZMTfrn^mfrnz.— ■. 

1 ) ##|^ 1 ffy DNA j^lj ; 

6MtfjDNA0#j o 

*£HJA&*ffl»rf?-17 hIL-17RLM-L ftftfiggSA 4477 <1^tt£& 

/S. te^Alft 3-*§-^fe#(3p21. 1)±, * 13^hS^^12^^S«^liaHlr 

W^HJ, *^ H Jfi<JAe*ffl^m-17^##geRT^Stat5@T^, 
3£«'Jl> hIL-17RLM-LgEfi<j3£|&&3ci£ 

Um EST #f&$l hIL-17RLM(595aa) WA^SES^ft, blast NCBI EST 

Ifl trace SmMMnWm hIL-17RLM(595aa)#^E->hH-K:Wi£^^^^, lfr£;*7 
hIL-17RLM-L» 

«igfiS»«IhIL-17RLM-LWcDNA^, i£it3lt/> ^^rT^K- W 293T 5fP^ 
RNA ilil RT-PCR ^^glilj T-A $#, f'J^m^TOJW 



mm cDNA £ 5' ag^a^ES-W^ltSm^ Kozak fi^tf, -frgfc 4477bp„ 

!H5i-^E& 739 -MSSR^0<|#L^0ttSSa. 8cJS SignalP ^J&5^$fc##flr£± 
31 , t-S 17 ^hMS^^^cBtj-ft^-JK: MAPWLQLCS VFFT VNAC » HMMTOP, 

SOSUI, TMHMM, Tmpred, TopPred 2 ^Ifii|JgElit#^^l, ^Sf^ES23 
-f^S&Slfc (I 29 -M 320 ) : IRAVAITVPLVVISAFATLFTVMo 297 ftlil^ 

«a^WI6iKS«l« (519aa) a^W-^if SH3 ffi£ff:/i@tttt(ffiftR*ftE) 
»A^W»»««»{kaiIfi, M^PME^W-^h Toll/IL-1 g##£;fe«<TIR>. 
S^-BBftlW IL-17 TIR Hi&Bg^ hIL-17RLM-L ft 

. »Ta-^»Aw^hiL-i7Rui-L^jft#itj!rw^w±«b#?&iB, irsfciw* 

7 tn: A IL-17RLM W&£3£&in;jfiLiit, hIL-17RLM-L fl&rtEW— S^flfc (M 320 -I 457 ), 
»a^ttfi^»^Bi*e«I Toll/IL-lR/MyD88 #^^-TIR ifa IL-17 

hIL-17RLM-L ^^EfitJiaS^mtt.^-Y 329 , ^SJF^KI^MaE^BlA 

pgex4t-i mm&i&mit, gst-hil-^rlm-l ^anmBui 

tp&^mitio ft #J GST f?#lM#r&-GSTrapFF, i&ikT GST-hIL-17RLM-L M^S fi . 

mm, mm^mma^&m, mmnfftft&&&wnftifchiL-i7RiM-L &&&&&& 

7ft. f&®m, ELISASMftfSl: 100000, Western blot £*#H£ 1: 5000-10000. 

ft hIL-17RLM-L fag^ pcDNA3 (Uffi££Jttt£fllB0m&i&l i m 
#hIL-17RLM-L^Ht$f^Cos7lt8Jte, ^HI^^JBAM^&^IffS^lff «. 
hIL-17RLM-L £ Cos7 aj&W^iSfi^^^J* 100kD o 

*f hIL-17RLM-L #^JMtfjiSli&£&jM^3£. ^ hIL-17RLM-L faH^ EGFP-N1 

j»»»Bt^ift cos7 mm, £&m7F&£.w&x&&mmm±. 

gfam 2. hIL-17RLM-L JM&ttgffl#gg ©ft Stat5 ft4>3JM4Ht 

hIL-17RLM-LflSrtE-g-W«^MTIR^«, IL-17R#^«, SH3 fflSffcfflig 

^HJA^7— ^^Ifft^Sf*. ilil^hIL-17RLM-LJ3&p«3EAX-lgtti, vE&T&ft 

^mXm EP0R Wflfi^Eft^flBEJ* hIL-17RLM WJSl^E^jt— tK^Sf*. ft ©J 
EP0 9<]$ljm, «Mt&3SlhIL-17RLM-Lfi<lJjartE#j||^W#^. W&J^T 7^7^11 
&it##T , »Jtf#*f &^ftg#3£j&M&, Stat5 &^#J^ftllg|*&3tM®i 4FTKSLN, 

p rl-tk^# cfcrnmh m%k 36 'mja, ^mmmxEPommm^fmm <pbs) ^30 



epor -w,& epo mmttmr, m&frw stats ^mit-, #M.m#nm stats 

WftMli^^ft (dominant mutant) -Stat5 CYF frf, EP0R/HIL-17RLM-L tft-££#tf* 
# Stat5 ftj^tfc&BJSfflUt; ^"fe hIL-17RLM-L ftji^ife^t^-^ Stat5 #Jv£tt,o 
i^^^Bt^, hIL-17RLM-L Wfl6rtE£WIB#^ StatS TfcVG&mt>° 

Stat5 fifftW— ^M^*^* Jak*IIW^T. Stat5 ftSmKMttttt. 
£U5$£ftA&, ^#Ti#IE*HftJ3H£. -*Tat-^ahIL-l7RLll-Lfi<ilfirtE^# 
Stat5vS^^^^, 3Rffl5fc3ffiiJt«l^rfe, EP0R/hIL-17RLM-L Stat5 
Sfililft.$ Cos7 $fe$^g#-EP0Rextm/hIL-17RLM-Licd EPOR 

5Sc^it# (Mock), Jak2, stat5 JS£6fi3H&5!&. ?£ EPO 30 ft¥?, 

^h*o NaLWtunfflftM&mmikM&ifcMo &mmm.A epo su^^fij^ cpbs) m 
30^^, i&mmM, n&&MM$mm, —u&mT&£mi&, ft-^frw&m^ 

Western blot W&m&tk1fcftto&&\1tVL. 1%%:%:®: EP0Rextm/hIL-17RLM-Licd IK 
<£g#|S| EP0R-#, &EP0 mmT, m®Jt% Stat5 BtftRMMfc; M^EPO* 
JW*ffl*P£*M*£, #*tfc»I!l Stat5 »«C»«|fitt;.a-S*a-^*W hIL-17RLM 
-L WlfirtEfi|^# Stat5 Bm&tt&ft. 

3; TiS— hIL-17RLM-L JJ&F*I EAf^f Stat5 feit&ti&jj . ^ffl gel shift 
assay (U^WSSEPOR^IL-17MJI-L«^5t#te^#ail&ttttii*Stat5-DNA^ 

mm, £EPoftttffl/5. «o#aiiii^^ii«. atrSUR^a^w^ift. 

M^: EP0Rextm/hIL-17RLM-Licd ^^#IrJ EPOR — #, £ EPO M$!)«SfF, 
Stat5-DNA EPO 3e$!ltt£#l£tt#&. Stat5- 

DNA ft^JI^#tt»J«. 3Rffl*^W*feTaW#^ttS^Stat5fi«|DNA«fh, 
^14ffll±Stat5-DNA^g-^#^^o &— £&**IJ8« hIL-17RLM-L Mrt E JIW^ 
^##'[4 StatS-DNA ^filH£^ltt#ft= 

Stat5-DNA St at 5 #*J#Jft 

irC Stat5ab, Stat5b, Statl *P Stat3 #^14in/f*. jSItT Supershift Wft%?k.. 
M^: trt Stat5ab s& Stat5b m^EM^SM^ DNA M Statl gSc St at 3 

DNA f&ttitW, Bt^ EP0R/hIL-17RLM-L 
0T^#tfj Stat5-DNA Stat5b-DNA *£JH3a— #*E7 

hIL-17RLM-L BBrtE ^W^ifc Stat 5 0#WJ&^3. 

li^t^II^-. hIL-17RLM-L AWiSifc StatS tfj ft jft » ^TSt— ^3fe 



M^mmftUfe&xkM EP0Rextm/hiL-i7RLM-Licd ®.&%:W&m&A2L®m&f&m 
(rhEPO) mmTteMt^frw stats s^fcw^^iB^, &&7f&£3H£aiii&^. 

£3jfl£^i£ EPOR m EP0Rextm/hIL-17RLM-Licd tfjP9t£*ffiJ&:^ Ba/F3, Northern 
blot JfP western blot EPOR *P EPORe xtm/hIL-17RLM-Licd & 

*f*i;£3li£ EPOR m EPORextm/hIL- 1 7RLM-Li cd tfjPBti Ba/F3 mm^i&ff gel 
shift assay £9&o £S£^HJ . EP0R/hIL-17RLM-L if EPhIL-1 7RLM-L0R 

EPO fig^mBtra«c3ft^r^#^ajJ6^ttlfi^ Stat5-DNA i£&M&W&)&!&; 

mw&m%.m Bam mmM, m^^%mmm^m^s stats-o-NA 

j&—£mW hIL-17RLM-L EAWStt; Stat5 BOlt^t . 

Supershift ##r^Jim^: ^ffltfC Stat5ab Ut Stat 5b, Stat5-DNA ^ 

mm^miK Stat5a §K Statl #^ttirL#*P# *j@£E& Stat5-DNA 
5£^BJ EP0R/hIL-17RLM-L Stat5b #Jy£4fc, M^Ji Stat5a 

Mfeil. ^ffl^^^TBStat5pNA#^'|4^^#, t^##Hk^#-'14«] 

it Stat5-DNA f$&g.&ftmj&l&, M«ffl5E^W«#*P^ffi*^tt«Ilh Stat5-DNA 
£g"£#lfe7&/S. &^£^5#iE0J 7 EP0R/hIL-17RLM-L Stat5b 
fKjfgifc, M^SStat5a.WSifc. ^-^mife-%31il^Bt3l*^3iEPOR/hIL-17RLM-L 
£ Cos7 mMffilfr^ Stat5 igjfcRm&m, £ Cos7 3M&l»BraS 

^i£*n£ Ba/F3 *fflj®$i£3tj£ EPORextm/hIL- 17RLM-Licd ffc-£g#fPtfc#^ St at 5 
SHfc, 3gl# hIL-17RLM-L J&rtE^Wf&tttf^ET Stat5 ^{s^^fo 

[ :, H] -Thymidine S^T 7 *ffl Jfe±iM##T£& o Ig&mW: EPORextm/hlL- 

17RLM-Licd Ba/F3 *fflJ&^*Q EPOR |fe^i£#J Ba/F3 gfflfl&^— 

^js^epo^u^, tagftaifla*»2iasi, #5.&*+iiM&j£37 epo ^ftiKttw^r^ 
wy^cN-fHj^^^^r^o i^Bt^ hiL-i7RLM-L ^Ji&rt ^^w#J§^J!&ii$iLffJ^e- ^ §■ 
^o 

£Jfifl|3, hIL-17RLM-L FGFRs ftffiStf^ ^{^X^flfrSMfctfJ^ 
&&K^Western blot^M^: hIL-17RLM-L|M£-5/fc*fc (Xenopus) mFGFRl 

^mFGFR2^^B^^$f^ WCos7^SaffiS#ffl . fi#*tta5flhIL-17RLM-L^mFGFR3lR 

mFGFR46tlffiSf^fflo 

^jTiS— ^a^hIL-17RLM-^mFGFRl^mFGFR2^J^S#ffl, ^^fT^&^fe^. 
# Stf Merge Merge hIL-17RLM-L^mFGFR2£^{£^*M)glfn8& 



5feflfl6#«5^&aE^ifcW^. &«hIL-17RLMHU FGFRlfP FGFR2#A#*&£Ps4'#Jl£te 
^ii^^Jo ££JM^: hIL-17RLM-U FGFRl^P FGFR2£A#'lW^^4 , ;PlrW#3? 

ntRmti (tissue array) , 5£ffl ^M^HS&M'H^fei^lj^: , AS^&T 
hlL-nRLM-L-^FGFRl^EA^^Ita^+W^ii^, ^riS^fraerge ##To *SJHS^: 
SfA, hIL-17RLM-L (*ift) *PFGFR1 t&ft) ^WftJSWPatlMM. 

*Ps, ^^hlL-nRLM-L^FGFRlAWS^^PB'li^^fe^+S^W^ii^^J, Emerge 
^m*P?F*M^hIL-17RL M-L^FGFRl^^&^&^HfJ. ig^BjhIL-17RLM-L^PFGFRl 
W#£&*i*#* s ft : frffl&4##tt. &B&^hIL-17RLM-L^FGFRl^#*.ffl«^»ail& 

4, hIL-17RLM-L W$<J FGF ^#WTM^1I& 

: FGF ^ffiT^ Ras-Raf-MEK-MAPK It-^Si&S Sprouty iC$E/£^ 
WftlflUr. £^»i^:£Ljafl6£Tf"il*l4 , > FGF3, FGF8, spout y2 , sprouty4 ^ 

zSef/zIL-17RLM-L % — fefr|s)^i£*ao HI, ifcCHSiS hi L- 17 RLM-L W^fifc |hJ sprouty 

fig. 

^i&cp-* W^fe^jlT EGFP-tagged hIL-17RLM-L(WT) , EGFP-hIL-17RLM-Lecdt 
m(AC) (^W hIL-17RLM-L |ftj&*b^fa^W$l^t«) . EGFP-hIL-17RLM-Ltmcyd (AN) 
(3-W hIL-17RLM-L ttfl&rtSte^^JKg^) EGFP-hIL-17RLM-L (DN:A327- 
333) (tt^W*«»a»«K4fc«fP^fl«I-a*H^^J)*«*ii^«. ^ DNA $!imiE 
^western blot ^iiJ^^flfi^il^iilE^o 

£Ai.^#&#^JM*fflJ®3£-PCi2 «&^i£±3£*^i£M*£, $f Sfe 36 <h 

Htjs. ttmi^tt^tPFfiaiite^-KH^ (fgf2) mwMm*i2'mn* mtw$m& 

mffikmmftVc&fcft** ^HS^: W£MhIL-17RLM-Lj»S^«!lFGF2i5§ 
# PC12 ail&tftfMfc. MM. hIL-17RLM M FGF2 PC12 *ffiJl&3Mktfj& 

*t«>Jf^ EGFP-h I L- 1 7RLM-Lec d tm (AC) , {E#7fif&&&. 




EGFP-hIL-17RLM-Ltmcyd(AN)*Q EGFP-hIL-17RLM-L (DN:A327-333)#ri£$f . 

B§^ : hIL-17RLM-L {fiMfaigftH&rt^ hIL-17RLM-L M FGF2 PC12 *fflfl&#tt,tfj#] 

%wm%L>&m&), mm wl-^rlm-l mm^^^R hil-hrlm-l mm^m^ 
n.mmniki$®.%i#^mm* ^^mm-. hiL-i7RLM-L mm^^mMM fgf2 
m% pci2 mm^it^mmm^mmm^ 
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<160>2 

<210>1 

<211>4477 

<212>DNA 

<213>AJ1A# (Homo sapiens) 
<400>1 

gcggccgccg cggccaccgc ccactcgggg ctggccagcg gcgggcggcc ggggcgcaga 60 

gaacggcctg gctgggcgag cgcacggcca tggccccgtg gctgcagctc tgctccgtct 120 

tctttacggt caacgcctgc ctcaacggct cgcagctggc tgtggccgct ggcgggtccg 180 

gccgcgcgcg gggcgccgac acctgtggct ggaggggagt ggggccagcc agcagaaaca 240 

gtgggctgta caacatcacc ttcaaatatg acaattgtac cacctacttg aatccagtgg 300 

ggaagcatgt gattgctgac gcccagaata tcaccatcag ccagtatgct tgccatgacc 360 

aagtggcagt caccattctt tggtccccag gggccctcgg catcgaattc ctgaaaggat 420 

ttcgggtaat actggaggag ctgaagtcgg agggaagaca gtgccaacaa ctgattctaa 480 

aggatccgaa gcagctcaac agtagcttca aaagaactgg aatggaatct caacctttcc 540 

tgaatatgaa atttgaaacg gattatttcg taaaggttgt cccttttcct tccattaaaa 600 

acgaaagcaa ttaccaccct ttcttcttta gaacccgagc ctgtgacctg ttgttacagc 660 

cggacaatct agcttgtaaa cccttctgga agcctcggaa cctgaacatc agccagcatg 720 

gctcggacat gcaggtgtcc ttcgaccacg caccgcacaa cttcggcttc cgtttcttct 780 

atcttcacta caagctcaag cacgaaggac ctttcaagcg aaagacctgt gagcaggagc 840 

aaactacaga gatgaccagc tgcctccttc aaaatgtttc tccaggggat tatataattg 900 

agctggtgga tgacactaac acaacaagaa aagtgatgca ttatgcctta aagccagtgc 960 

actccccgtg ggccgggccc atcagagccg tggccatcac agtgccactg gtagtcatat 1020 

cggcattcgc gacgctcttc actgtgatgt gccgcaagaa gcaacaagaa aatatatatt 1080 

cacatttaga tgaagagagc tctgagtctt ccacatacac tgcagcactc ccaagagaga 1140 

ggctccggcc gcggccgaag gtctttctct gctattccag taaagatggc cagaatcaca 1200 

tgaatgtcgt ccagtgtttc gcctacttcc tccaggactt ctgtggctgt gaggtggctc 1260 

tggacctgtg ggaagacttc agcctctgta gagaagggca gagagaatgg gtcatccaga 1320 

agatccacga gtcccagttc atcattgtgg tttgttccaa aggtatgaag tactttgtgg 1380 

acaagaagaa ctacaaacac aaaggaggtg gccgaggctc ggggaaagga gagctcttcc 1440 

tggtggcggt gtcagccatt gccgaaaagc tccgccaggc caagcagagt tcgtccgcgg 1500 

cgctcagcaa gtttatcgcc gtctactttg attattcctg cgagggagac gtccccggta 1560 

tcctagacct gagtaccaag tacagactca tggacaatct tcctcagctc tgttcccacc 1620 

tgcactcccg agaccacggc ctccaggagc cggggcagca cacgcgacag ggcagcagaa 1680 

ggaactactt ccggagcaag tcaggccggt ccctatacgt cgccatttgc aacatgcacc 1740 

agtttattga cgaggagccc gactggttcg aaaagcagtt cgttcccttc catcctcctc 1800 
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cactgc-gcta ccgggagcca gtcttggaga aatttgattc gggcttggtt ttaaatgatg 1860 

tcatgtgcaa accagggcct gagagtgact tctgcctaaa ggtagaggcg gctgttcttg 1920 

gggcaaccgg accagccgac tcccagcacg agagtcagca tgggggcctg gaccaagacg 1980 

gggaggcccg gcctgccctt gacggtagcg ccgccctgca acccctgctg cacacggtga 2040 

aagccggcag cccctcggac atgccgcggg actcaggcat ctatgactcg tctgtgccct 2100 

catccgagct gtctctgcca ctgatggaag gactctcgac ggaccagaca gaaacgtctt 2160 

ccctgacgga gagcgtgtcc tcctcttcag gcctgggtga ggaggaacct cctgcccttc 2220 

cttccaagct cctctcttct gggtcatgca aagcagatct tggttgccgc agctacactg 2280 

atgaactcca cgcggtcgcc cctttgtaac aaaacgaaag agtctaagca ttgccacttt 2340 

agctgctgcc tccctctgat tccccagctc atctccctgg ttgcatggcc cacttggagc 2400 

tgaggtctca tacaaggata tttggagtga aatgctggcc agtacttgtt ctcccttgcc 2460 

ccaacccttt accggatatc ttgacaaact ctccaatttt ctaaaatgat atggagctct 2520 

gaaaggcatg tccataaggt ctgacaacag cttgccaaat ttggttagtc cttggatcag 2580 

agcctgttgt gggaggtagg gaggaaatat gtaaagaaaa acaggaagat acctgcacta 2640 

atcattcaga cttcattgag ctctgcaaac tttgcctgtt tgctattggc taccttgatt 2700 

tgaaatgctt tgtgaaaaaa ggcactttta acatcatagc cacagaaatc aagtgccagt 2760 

ctatctggaa tccatgttgt attgcagata atgttctcat ttatttttga tgtagaattt 2820 

acattgccat gggtgttaaa taagctttga gtcaaaagtc aagaaagtga ctgaatatac 2880 

agtcaccttt tatgaaatga gtctctgtgt tactgggtgg catgactgat tgaggtgaag 2940 

ctcacggggc caggctgacc gtcttgaccg ttccacttga gataggttgg tcatcgtgca 3000 

gaaggcccca ggacctcagc acacacagcc tcctcttggt ctgagtaggc atcatgtggg 3060 

ggccagatct gcctgctgtt tccatgggtt acatttactg tgctgtatct cagatgttgg 3120 

tgtctggaag tttattctta agagactgct acccagctgg tctgtattat tggaagttgc 3180 

agttcgtgct ttggttggcc ttctggtcta aagctgtgtc ctgaatatta gggatcacaa 3240 

ttcactgaaa tacagcagtg tgtggaggtg atggccagtt aatctgctga actggttttg 3300 

actaatgaca aacctctttt taagatggta gaatggaggt gatagtcaca aaagtaaatg 3360 

ttccattttt atgaatgact ttctacagag tttctatttc taaagaaaaa acaattgttc 3420 

acatcccatc tgatgattag catgtgtgta atgaatgctg tcttggtctc ccctgtggaa 3480 
acccttctcc ctgtgcctta gagcaggtgt gtacatctct cactaccttt ctcatgggtg 
ctgttagatt ttggcacccg ttttctcagc attcagccca gggaatgtgg ttttcacttc 

ttcgtcagat aagaccaaca tgaaggggta tgttgagaaa catcctgagg caaggtggga 3660 

ggtgggatgg ggcaggactt tcccttccaa gcacatgcat ggcaggtggg gaaagggggg 3720 
cttgcacccc tgctggaaag aaaaggtttg tgtatatttc tgatgcaaat gtcatactca 
ctgctctgta aaggcagctg gcagcttttt gggaaaagaa cgtgctcgtc tgttctctgg 

catcaagttt cttgcagctg ctctgaggga gagacagtga gctgcaagac tgcctcccca 3900 

taacaacagg caactcagag aagagtcatt ttatgttgtt cctatggaat ctggaatgag 3960 

tgcagagctc ctacccacac atgactgccc cgccatttca tcctaggcat tctgtgaagg 4020 

agattggtta gtccaaactt gctaacatac gaaaattcac ttggaacatg atgagagatt 4080 

tcttattgag gccaagagat gtttcctgtc ccagaggaac cattaggagt cgcttttagg 4140 

gtattcagct ttgttcatga aataaggcat ctctgagaaa gtggccccag ggagagaatg 4200 

gaggactggg aggagaagca ttaactgagc tccaagggtg tgtgggcaga gagcttgcta 4260 

tgtgaactca ctccttaaga aaatggaaga gaaaaagaga gtgctagtta aaaaatcggg 4320 



3540 
3600 



3780 
3840 



I 



4380 
4440 
4477 



atgttttagt ttggatttag ggttttgata cttatgttga 
ataaaatcaa actcttaata taccgagtaa tgaaaccata 
attgagaagt ccaaaaaaaa aaaaaaaaaa aaaaaaa 



aatactaatg tttctgatca 
gtgtgattgc ctcagaataa 



<210>2 

<211>739 

<212>PRT 

<213>AMA# (Homo sapiens) 
<400>^#J-§- 

Met Ala Pro Trp Leu Gin Leu Cys Ser Val Phe Phe Thr Val Asn 
15 10 15 

Ala Cys Leu Asn Gly Ser Gin Leu Ala Val Ala Ala Gly Gly Ser 

20 25 30 

Gly Arg Ala Arg Gly Ala Asp Thr Cys Gly Trp Arg Gly Val Gly 

35 40 45 

Pro Ala Ser Arg Asn Ser Gly Leu Tyr Asn He Thr Phe Lys Tyr 

50 55 60 

Asp Asn Cys Thr Thr Tyr Leu Asn Pro Val Gly Lys His Val He 

65 70 75 

Ala Asp Ala Gin Asn He Thr He Ser Gin Tyr Ala Cys His Asp 

80 85 90 

Gin Val Ala Val Thr He Leu Trp Ser Pro Gly Ala Leu Gly He 

95 100 105 

Glu Phe Leu Lys Gly Phe Arg Val He Leu Glu Glu Leu Lys Ser 

110 115 120 

Glu Gly Arg Gin Cys Gin Gin Leu He Leu Lys Asp Pro Lys Gin 

125 130 135 

Leu Asn Ser Ser Phe Lys Arg Thr Gly Met Glu Ser Gin Pro Phe 

140 145 150 

Leu Asn Met Lys Phe Glu Thr Asp Tyr Phe Val Lys Val Val Pro 

155 160 165 

Phe Pro Ser He Lys Asn Glu Ser Asn Tyr His Pro Phe Phe Phe 

170 175 180 

Arg Thr Arg Ala Cys Asp Leu Leu Leu Gin Pro Asp Asn Leu Ala 

185 190 195 

Cys Lys Pro Phe Trp Lys Pro Arg Asn Leu Asn He Ser Gin His 

200 205 210 

Gly Ser Asp Met Gin Val Ser Phe Asp His Ala Pro His Asn Phe 

215 220 225 

Gly Phe Arg Phe Phe Tyr Leu His Tyr Lys Leu Lys His Glu Gly 



230 



235 



240 
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Pro Phe Lys Ar-g Lys Thr Cys 


Glu Gin Glu Gin Thr 


Thr Glu Met 


245 


250 


255 


Thr Ser Cys Leu Leu Gin Asn 


Val Ser Pro Gly Asp 


Tyr lie He 


260 


265 


270 


Glu Leu Val Asp Asp Thr Asn 


Thr Thr Arg Lys Val 


Met His Tyr 


275 


280 


285 


Ala Leu Lys Pro Val His Ser 


Pro Trp Ala Gly Pro 


He Arg Ala 


290 


295 


300 


Val Ala He Thr Val Pro Leu 


Val Val He Ser Ala 


Phe Ala Thr 


305 


310 


315 


Leu Phe Thr Val Met Cys Arg 


Lys Lys Gin Gin Glu 


Asn He Tyr 


320 


325 


330 


Ser His Leu Asp Glu Glu Ser 


Ser Glu Ser Ser Thr 


Tyr Thr Ala 


335 


340 


345 


Ala Leu Pro Arg Glu Arg Leu 


Arg Pro Arg Pro Lys 


Val Phe Leu 


350 


355 


360 


Cys Tyr Ser Ser Lys Asp Gly 


Gin Asn His Met Asn 


Val Val Gin 


365 


370 


375 


Cys Phe Ala Tyr Phe Leu Gin 


Asp Phe Cys Gly Cys 


Glu Val Ala 


380 


385 


390 


Leu Asp Leu Trp Glu Asp Phe 


Ser Leu Cys Arg Glu 


Gly Gin Arg 


395 


400 


405 


Glu Trp Val He Gin Lys He 


His Glu Ser Gin Phe 


He He Val 


410 


415 


420 


Val Cys Ser Lys Gly Met Lys 


Tyr Phe Val Asp Lys 


Lys Asn Tyr 


425 


430 


435 


Lys His Lys Gly Gly Gly Arg 


Gly Ser Gly Lys Gly 


Glu Leu Phe 


440 


445 


450 


Leu Val Ala Val Ser Ala He 


Ala Glu Lys Leu Arg 


Gin Ala Lys 


455 


460 


465 


Gin Ser Ser Ser Ala Ala Leu 


Ser Lys Phe He Ala 


Val Tyr Phe 


470 


475 


480 


Asp Tyr Ser Cys Glu Gly Asp 


Val Pro Gly He Leu 


Asp Leu Ser 


485 


490 


495 


Thr Lys Tyr Arg Leu Met Asp 


Asn Leu Pro Gin Leu 


Cys Ser His 


500 


505 


510 


Leu His Ser Arg Asp His Gly 


Leu Gin Glu Pro Gly 


Gin His Thr 


515 


520 


525 


Arg Gin Gly Ser Arg Arg Asn 


Tyr Phe Arg Ser Lys 


Ser Gly Arg 


530 


535 


540 


Ser Leu Tyr Val Ala He Cys 


Asn Met His Gin Phe 


He Asp Glu 


545 


550 


555 
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Glu 


Pro 


Asp 


Trp 


Phe Glu Lys 


Gin Phe Val Pro Phe His 


Pro Pro 










560 


565 


570 


Pro 


Leu 


Arg 


Tyr 


Arg Glu Pro 


Val Leu Glu Lys Phe Asp 


Ser Gly 










575 


580 


585 


Leu 


Val 


Leu 


Asn 


Asp Val Met 


Cys Lys Pro Gly Pro Glu 


Ser Asp 










590 


595 


600 


Phe 


Cys 


Leu 


Lys 


Val Glu Ala 


Ala Val Leu Gly Ala Thr 


Gly Pro 










605 


610 


615 


Ala 


Asp 


Ser 


Gin 


His Glu Ser 


Gin His Gly Gly Leu Asp 


Gin Asp 










620 


625 


630 


Gly 


Glu 


Ala 


Arg 


Pro Ala Leu 


Asp Gly Ser Ala Ala Leu 


Gin Pro 










635 


640 


645 


Leu 


Leu 


His 


Thr 


Val Lys Ala 


Gly Ser Pro Ser Asp Met 


Pro Arg 










650 


655 


660 


Asp 


Ser 


Gly 


He 


Tyr Asp Ser 


Ser Val Pro Ser Ser Glu 


Leu Ser 










665 


670 


675 


Leu 


Pro 


Leu 


Met 


Glu Gly Leu 


Ser Thr Asp Gin Thr Glu 


Thr Ser 










680 


685 


690 


Ser 


Leu 


Thr 


Glu 


Ser Val Ser 


Ser Ser Ser Gly Leu Gly 


Glu Glu 










695 


700 


705 


Glu 


Pro 


Pro 


Ala 


Leu Pro Ser 


Lys Leu Leu Ser Ser Gly 


Ser Cys 










710 


715 


720 


Lys 


Ala 


Asp 


Leu 


Gly Cys Arg 


Ser Tyr Thr Asp Glu Leu 


His Ala 










725 


730 


735 


Val 


Ala 


Pro 


Leu 
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